The minutes of the previous meeting held on 9 April 2017 in Charlotte (USA) have been approved and were published in the International Journal of Systematic and Evolutionary Microbiology [1] .
MINUTE 5. ELECTION OF NEW MEMBERS.
Henry de Vries (The Netherlands) has been elected as new member.
MINUTE 6. MINIMAL STANDARDS FOR DESCRIPTION OF NEW SPECIES WITHIN THE ORDER CHLAMYDIALES.
A rapidly growing number of culture-independent studies describe Candidatus species based on the analysis of their whole genome. A single genome is considered enough information to report a novel Candidatus species, if the genome is complete enough, with more than 80 % of the 208 core genes described by Gimenez et al. being present [2] . Minimal required standards for the description of a novel chlamydial species include, in addition to the mentioned above genomics data, a phenotypic characterization and the deposit of at least one isolate in two culture collections, as detailed in earlier Minutes [3] .
MINUTE 7. A SINGLE-ORDER CHLAMYDIALES.
A previous study proposed to divide the class Chlamydiia into two orders, Chlamydiales and Parachlamydiales ord. nov. [4] . This proposal to split the order Chlamydiales was not adopted by the subcommittee, since it was considered as too preliminary, given the much larger biodiversity that has been recently unearthed using data originating from different metagenomics studies [5] . Another recent paper [6] applied a non-a priori pan-taxonomic approach, but used universal criteria that did not take evolutionary rates into account. Thus, this universal approach is likely to be biased for some intracellular bacteria, some symbionts and some fastidious micro-organisms, since McCutcheon and Moran showed that Mycoplasma, Carsonella and Tremblaya exhibit much faster evolutionary rates, resulting in longer branches [7] . The Subcommittee agreed that the Parks proposal should not be adopted at this time and needs to be discussed during the next meeting of the ICSP Subcommittee on the taxonomy of Chlamydiae, when a detailed analysis also including the new order level lineages uncovered by analysis of novel metagenomics genomes will be available.
Conversely, based on the above reasoning, the Pillonel criteria [8] , which were already accepted in 2016 by the ICSP Subcommittee on the taxonomy of Chlamydiae and which are increasingly used, are strongly recommended. A more recent metagenomics analysis [5] suggests a single Chlamydiae phylum consisting of different family lineages. The proposal of two monophyletic order level lineages, Chlamydiales and Parachlamydiales, was discussed by the subcommittee but was not adopted. The subcommittee agrees to re-discuss regularly during future subcommittee meetings whether some new order lineages should be added or not.
MINUTE 8. RECENT TAXONOMIC DEVELOPMENTS WITHIN THE ORDER CHLAMYDIALES.
Since the previous meeting held on 9 April 2017 in Charlotte (USA), two new Chlamydia species have been reported, named Chlamydia serpentis and Chlamydia poikilothermis [9] as well as Candidatus Chlamydia corallus [10] , all retrieved from snakes. A novel Candidatus species has been reported in fish named Candidatus Actinochlamydia pangasiae [11] . In addition, several new Candidatus genera have been reported by [5] using the approach accepted in Minute 6, i.e. using genomics data with a completedness of more than 80%, as documented by the presence of >80 % of core genes. These new Candidatus genera include Candidatus Novochlamydia gen. nov., Candidatus Pelagichlamydia gen. nov., Candidatus Abzuchlamydia gen. nov., Candidatus Enkichlamydia gen. nov., Candidatus Limichlamydia gen. nov., Candidatus Alluviochlamydia gen. nov., Candidatus Arenachlamydia gen. nov., Candidatus Hydrochlamydia gen. nov., Candidatus Kinetochlamydia gen. nov., Candidatus Motilichlamydia gen. nov. and Candidatus Thermochlamydia gen. nov. [5] .
The description of new species, Candidatus species, Candidatus genera and the name proposals were all supported by the ICSP Subcommittee on the taxonomy of Chlamydiae.
The subcommittee states that journal editors are rarely seeking advices in case of novel species description. Moreover, taxonomic changes are often directly handled by the journal editors without systematically considering the recommendations of the ICSP Subcommittee on the taxonomy of Chlamydiae. This highlights the importance to timely publish the Minutes and to present our recommendations to the chlamydia community during chlamydia meetings, since chlamydiologists may then act according to the recommendations of the ICSP subcommittee on the taxonomy of Chlamydiae, when reviewing related articles.
MINUTE 9. ANY OTHER BUSINESS.
The subcommittee discusses the issue indicated by Henry de Vries and Servaas Morr e regarding the different nomenclature definitions currently in use such as genovar, genotype (mostly based on the ompA gene), serovar and biovar. The subcommittee agrees that the proper word according to the typing method should be used, i.e. genovar instead of serovar when a strain is classified according to the ompA gene sequence. However, this is often not the case. The subcommittee proposes the preparation of a list of terms in form of a small opinion letter submitted to a relevant journal (i.e. Microbes and Infection) signed by all members of the subcommittee. Henry de Vries agrees to take the lead for the manuscript preparation. The typing of the C. trachomatis LGV strains (i.e. L2 c/d/e/f) will be used as an example including a typing scheme. The typing for C. psittaci will also be part of this opinion paper endorsed by the ICSP Subcommittee on the taxonomy of Chlamydiae, in particular in view of C. psittaci versus C. abortus classification issues, covering the example of veterinary (zoonotic) Chlamydiae. This clarification would be in particular important in view of increasingly available mutants and recombinants. 
MINUTE 11. NEXT MEETING.
The next closed meeting of the subcommittee will be held during the Chlamydia Basic Research Society Meeting (CBRS) in Seattle in March 2019.
